waters, marine bivalve molluscs and clinical samples, were analysed in this study (Table S1 ). Strains
114
were obtained from different culture collections, our own collection or donated by different 115 researchers. These strains were previously identified in a taxonomic study based on multilocus 116 sequence analysis of cpn60, dnaJ, gyrB and rpoD genes (Fusté et al. 2012; Albarral 2013) . Strains 117
were grown on TSA plates with 1% NaCl, at 25-30ºC. Cultures were maintained in TSA (1% NaCl)
118
tubes. For a long-term preservation, strains were kept at -80ºC using glycerol 20% (v/v).
120

Enzymatic activities 121
Casein hydrolysis, DNase, hemolysis of sheep blood and starch hydrolysis tests were performed as 122 previously described (Reddy et al. 2007 
200
(1:10 with tap water) and washed twice with water. The coverslips were removed from the wells,
201
mounted on glass slides, and examined by optical microscopy.
203
Results and discussion
204
The 
213
Enzymatic activities 214
The majority of strains included in this study were positive for the enzymatic activities tested (Table 2 215 and S1). Most strains showed proteolytic (caseinase, gelatinase) and saccharolytic (amylase) activity. 
236
The determination of lipolytic activity is controversial, because different lipases can be detected to ceftriaxone, 53% to imipenem, and 6.7% to ticarcillin (see Table S2 ). Fig. 2 shows strains sensitivity to aminoglycoside antibiotics. All the A. popoffii strains were sensitive 285 to these antibiotics. The majority of the remaining species were sensitive to amikacin and gentamicin
284
286
(73-100%) and resistant to streptomycin (97.5-100%), while sensitivity to tobramycin was variable. 
304
Virulence genes 305
Detection of virulence genes is important to determine the pathogenic potential of the Aeromonas 306 strains, since enteropathogenicity in Aeromonas has been attributed to the production of exoenzymes, 307
exotoxins, and adhesins, although the exact mechanism associated with virulence has not been well 
314
Our results show that genes encoding aerolysin (aerA), a cytotonic heat-labile toxin (alt) and cytotonic 315 thermostable toxin (ast) were highly prevalent among the AHC strains, being detected in all of them 
D r a f t
To evaluate the cytopathic effect, the following parameters were taken into consideration: destruction 371 of the cell line monolayer, nuclear pyknosis, cell rounding and presence of vacuoles in the cytoplasm 372 (Martins et al. 2007 ). An example of these cytopathic activities is shown in Fig. 4 and Fig. S1 .
373
Although several authors observed complete disruption of the cell monolayer after 120 min infection 374 with several Aeromonas strains (Guimarães et al. 2002; Nam and Joh, 2007) , it is noteworthy that in 375 our study most Aeromonas strains (66%) caused complete lysis of the host cells in 90 min (Table 2) . 376
For this reason, nuclear pyknosis, but not cell rounding or cytoplasm vacuolization, was observed 377 (Table S3 ). Although A. salmonicida strains showed a lower percentage of adherence to the cell line 378 (65%) than the majority of the species studied, probably because the temperature used for infection (37ºC) was higher than the optimum growth temperature for some A. salmonicida strains, their 380 
